Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.030; wR factor = 0.079; data-to-parameter ratio = 13.1.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code:
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
Refinement
The structure was solved using direct methods followed by Fourier synthesis. Non-H atoms were refined anisotropically. All of H atoms were placed in idealized positions (C-H = 0.93 or 0.97 Å, O-H = 0.82 Å), forced to ride on the atom to which they are bonded, and were included in the refinement in the riding-model approximation. U iso values were set equal to 1.5U eq (parent atom) for carboxylic H atom and to 1.2U eq (parent atom)for all other H atoms.
Figures Fig. 1 . The structure of the title compound with 50% probability displacement ellipsoids. 
Special details

